INTRODUCTION

Data collection
93
Consenting participants were screened for TB by a symptom-questionnaire and a chest X-ray 94 (CXR). Individuals with symptoms or CXR findings suggestive of TB were identified as 95 'presumptive TB' and were requested to submit three sputum specimens and interviewed using a 96 structured questionnaire for information regarding demographics and factors associated with TB.
97
Two specimens were assessed by microscopy in a field laboratory; the third was transported to 98 the Central Tuberculosis Reference Laboratory (CTRL) for culture in Lowenstein Jensen 99 medium.
100
Of the participants without presumptive TB, we randomly selected ten per cluster to serve as 101 additional controls (additional to all those with presumptive TB but without bacteriologically 102 confirmed TB). This ensured a study population in which controls were derived from the general 103 population that consist of participants with or without presumptive TB. Every tenth survey 104 participant who was not identified as having presumptive TB was requested to participate. If one 105 refused, we requested the next eligible person and continued until we enrolled at least ten 106 individuals in each cluster. The reason to include ten controls is rather pragmatic. First, this 107 number would be logistically feasible for the study teams. Second, with this number we could simply spread the controls over the total number of days that participants could be enrolled in the 109 study. To avoid clustering, individuals were enrolled on three days (four people on day one and 110 two, and two people on day three). These individuals also underwent all the procedures offered 111 to those with presumptive TB as outlined above. As a result of this sampling strategy, we have 112 taken a sample of the survey participants to be given a clinical work-up, and from this sample we 113 have taken all cases and all non-cases. Doing so does not introduce bias leading to spurious 114 associations in the study sample that are not present in the general population because this The exploratory variables included age, sex, height, weight, socio-economic position, marital 125 status, education, smoking (never/ever), alcohol use (never/ever), previous history of TB, 126 diabetes mellitus (self-reported), HIV status. Information on the socio-economic position of the 127 participants was collected through an assets-score at the household level. We used a principal 128 component analysis to compute an asset score for each individual and grouped all the study 129 participants into three categories -low, medium and high socio-economic position -using 130 cutoffs based on tertiles.
7 HIV testing was done following national guidelines. In the initial
Statistical analysis
140
Data were double entered and validated using EpiData version 3.1 (The EpiData Association, for the general population.
274
The study had several limitations. As described before, we were underpowered to detect many 275 associations, given the low number of TB cases detected in the survey. Since we used prevalent 276 cases found with both exposure and outcome measurement done at the same point, it is 277 impossible to establish temporality of association. Also, a prevalence study surveys only 278 survivors and associations found in the study are a function of both risk of and survival after the event. Another limitation relates to self-reported nature of alcohol drinking and smoking data.
280
The data collectors were part of NTLP, known to disapprove alcohol drinking and smoking, and Information on the socio-economic position of the participants was collected through an assets-435 score 
